
Expression of explored signaling molecules in cases with high and low content of cancer
stem cells is shown in the table.

Conclusions: It was found that cases with high content of cancer stem cells are less
regulated by signaling pathways NOTCH and WNT. Expression of NF-Kb and PI3K
signaling molecules (which are responsible for activation of eponymous signaling path-
ways) appeared in all studied cases, while expression of PTEN phosphatase, which
inhibits PI3K signaling pathway, was more common for cases with high content of can-
cer stem cells.

Legal entity responsible for the study: Institute of Medical Cell Technologies,
Ekaterinburg, Russian Federation.

Funding: Ministry of Healthcare of Sverdlovsk Region of Russian Federation.
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Background: B- Cell lymphoma (BCL-2) is a antiapoptotic protein and an important
clinical breast cancer prognostic marker but however its expression differs according to
the molecular subtype and is reported to be a good marker only in Luminal A type. We
aimed to assess its prognostic significance in patients with TNBC.

Methods: A single centre, non-randomized, retrospective study with a prospective arm
done on TNBC treated at AIMS, Kochi between Jan 2009 and Nov 2014. A total of 113
patients after reviewing their FFPE blocks for ER, PR and HER-2 receptor status were
tested for BCL-2, CK 5/6 and CK 14 by immunohistochemistry. Clinicopathological
factors like age, size of tumor, nodal status, histology, MBR grade, presence of LVI and
survival data were analyzed and outcomes were compared between Bcl-2 expression
and TNBC with respect to DFS and OS.

Results: The Bcl-2 expression was positive in 23.9% of TNBC. The 6 yr DFS and OS was
80% and 79.9% respectively. There was a statistical significance for Bcl-2 expression
among TNBC (p¼ 0.028) with 6 yr OS for Bcl-2 positive TNBC at 96.2% as compared
to 74.5% for Bcl-2 negative patients. A trend towards statistical significance was noted
in terms of DFS , with a worse outcome among Bcl-2 negative subset. The 6 yr DFS for
Bcl-2 positivity was 92.4% as compared to 76% for Bcl-2 negative subset (p value
0.080). On univariate analysis, presence of LVI, age<35, Pathological stage, increased
LN ratio and BCL-2 negativity were associated with poor outcomes (p¼ 0.040).

Conclusions: Our study revealed that Bcl-2 expression can be a independent predictor
of poor outcomes in Triple negative breast cancer. Younger age, LVI, stage, LN ratio
and BCL-2 negativity are associated with poor outcomes. However the survival out-
comes seen in our TNBC patients much higher than the reported survival in literature.
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Background: Breast cancer (BC) is the most common cancer in women and the leading
cause of cancer-related death. HER2 is overexpressed in approximately 15-20% of BCs.
HER2 expression is not only a prognostic biomarker but a predictive biomarker of
response to HER2 targeted therapies. The ONCOLLEGE-001 project addresses the dis-
tribution & disparities of HER2-testing (H2T) methods (IHC or in situ hybridization
(ISH), which may use either fluorescent (FISH), chromogenic (CISH) or silver (SISH)
detection method) in breast cancer, with the aim of painting the global picture (GP).

Methods: A simple, internet-based survey was developed by the international
ONCOLLEGE (ONC) working group and the questionnaire was sent to 227 oncology
providers by email, was shared on medical social networks (using snowballing as a mul-
tiplier effect of promotion and diffusion). Data were analysed per country-income
(World Bank groupings) and WHO Regions. Responders authorized for the use of the
data.

Results: 210 providers responded, across 45 countries (27% from high-income HIC;
35% upper-middle UMIC; 38% lower-middle and low, LMICs; 50% in the Eastern
Mediterranean Region), mostly medical and clinical oncologist (58%; 20%) from
research hospitals (52%) and public non-teaching (17%) or private institutions (17%).
H2T was available only in private setting or abroad in 5%, 42% and 34% of HIC, UMIC
and LMICs responders’ institutions. Only IHC (no ISH) may be performed as H2T in
7% & 9.4% of UMIC & LMICs. FISH (54%) and CISHþFISH (14%) were the most
common ISH H2T. IHC and ISH were available within 14 days (55%; 29%) and 28
days (38%; 44%) with no dramatic income-restricted patterns of delay. 30% of the res-
ponders from LMICs reported affordability issues related to H2T, more for ISH, related
to out of pocket expenses and exposure to catastrophic health expenditure, compared
to 12% of UMIC and none for HIC (full reimbursement).

Conclusions: The GP of H2T provided by the ONC networking painted a heterogene-
ous picture, with disparities related to the availability of appropriate cancer testing and
affordability with high risk of financial toxicity in the diagnostic phase. An ongoing fur-
ther analysis addresses also the prioritization and access to HER2 medicines in our
ONCOLLEGE-001 project.

Legal entity responsible for the study: The authors.

Funding: Has not received any funding.

Disclosure: All authors have declared no conflicts of interest.

43P CIP2A as a novel target to combat basal like breast cancer

S. Nagelli1, A. Laine2, T. Suomi3, L. Elo3, J. Westermarck1

1Cancer Cell Signalling Group, Turku Center for Biotechnology, Turku, Finland, 2Tumor
Biology & Immunology, The Netherlands Cancer Institute, Amsterdam, Netherlands,
3Medical Bioinformatics Centre, Turku Centre for Biotechnology, Turku, Finland

Background: Although both kinases and phosphatases have equally important roles in
maintaining cellular homeostasis, the protein phosphatases are understudied and their
functional relevance in human malignancies is not fully understood yet. This project
aims to better understand the role of a major serine threonine phosphatase called pro-
tein phosphatase 2A (PP2A) in cancer particularly basal-like breast cancer (BLBC).
BLBC is the most challenging breast cancer subtype as it is very aggressive with no tar-
geted therapies, and the main reason can be attributed to poor understanding of the
molecular mechanisms that drive this cancer subtype. Hence, there is a critical clinical
need to identify new targets and develop novel therapies for this subtype. Our research
group discovered CIP2A (cancerous inhibitor of PP2A) (Cell, 2007) and its role as an
oncoprotein in breast cancer and several studies have indicated that high CIP2A expres-
sion correlates with more aggressive cancer and poor prognosis in the clinic. This proj-
ect aims to unravel the molecular mechanisms by which CIP2A drives tumour
initiation in BLBC and to establish CIP2A biomarker signature which can serve as a
predictive and prognostic tool for better clinical management of BLBC.

Methods: The key methods used in the project are CIP2A Knockout mouse models,
RNA sequencing of basal like breast cancer cell lines, Immunohistochemistry (IHC) of
patient material, DNA Damage Ionization radiation induced foci (IRIF) formation,
Colony formation experiments with depletion of CIP2A using siRNA, Flow cytometry,
Western blotting, Co-Immunoprecipitation (CO-IP), Immunofluorescence and
microscopy.

Table: 40P

NF-kB PI3K PTEN NOTCH WNT HH

high ALDH1A1 100% 100% 33% 11% 11% 0%

low ALDH1A1 100% 100% 20% 25% 33% 14%
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